Figure S1:

Overview of the developed fusion primers for the Illumina HTS system.

tags to distinguish between multiplexed samples and include P5 or P7 Illumina flow cell bind.

A) P5 Primers
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AATGATACGGCGACCACCGAGATCTACACTCTTTCCCTACACGACGCTCTTCCGATCTYTCHACWAAYCAYAARGAYATYGG
AATGATACGGCGACCACCGAGATCTACACTCTTTCCCTACACGACGCTCTTCCGATCTEYTCHACWARYCAYARRCAVATYGE
AATGATACGGCGACCACCGAGATCTACACTCTTTCCCTACACGACGCTCTTCCGATCTHBYTCHACWARYCAYAARGAYATYGG
AATGATACGGCGACCACCGAGATCTACACTCTTTCCCTACACGACGCTCTTCCGATCTREVTCHACWARYCAVARRCAVATYGE
AATGATACGGCGACCACCGAGATCTACACTCTTTCCCTACACGACGCTCTTCCGATC TEEYTCHACWARYCAYAARCAVATYGCE
AATGATACGGCGACCACCGAGATCTACACTCTTTCCCTACACGACGCTCTTCCGATC THERAGY TCHACWAAYCAYAARGAYATYGG
AATGATACGGCGACCACCGAGATCTACACTCTTTCCCTACACGACGCTCTTCCGATCTGTRATWGCHCCDGCAARWACWGG
AATGATACGGCGACCACCGAGATCTACACTCTTTCCCTACACGACGCTCTTCCGATCTHGTRATWGCHCCDGCAARWACWGG
AATGATACGGCGACCACCGAGATCTACACTCTTTCCCTACACGACGCTCTTCCGATCTEBEGTRATWGCHCCDGCAARWACWGG
AATGATACGGCGACCACCGAGATCTACACTCTTTCCCTACACGACGCTCTTCCGATCTEBEGTRATWGCHCCDGCAARWACWGG
AATGATACGGCGACCACCGAGATCTACACTCTTTCCCTACACGACGCTCTTCCGATCTBMAGTRATWGCHCCDGCAARWACWGG
AATGATACGGCGACCACCGAGATCTACACTCTTTCCCTACACGACGCTCTTCCGATCTEEEBGCTRATWGCHCCDGCAARWACWGG

flow cell bind P5 sequ primer 1 bind B = shift (Lundberg et al. 2013)

B) P7 Primers
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CAAGCAGAAGACGGCATACGAGATCGGTCTCGGCATTCCTGCTGAACCGCTCTTCCGATCTARTCARTTWCCRAAHCCHCC
CAAGCAGAAGACGGCATACGAGATCGGTCTCGGCATTCCTGCTGAACCGCTCTTCCGATCTEARTCARTTWCCRAAHCCHCC
CAAGCAGAAGACGGCATACGAGATCGGTCTCGGCATTCCTGCTGAACCGCTCTTCCGATCTEBARTCARTTWCCRAAHCCHCC
CAAGCAGAAGACGGCATACGAGATCGGTCTCGGCATTCCTGCTGAACCGCTCTTCCGATCTEMEARTCARTTWCCRAAHCCHCC
CAAGCAGAAGACGGCATACGAGATCGGTCTCGGCATTCCTGCTGAACCGCTCTTCCGATCTEEBEARTCARTTWCCRAAHCCHCC
CAAGCAGAAGACGGCATACGAGATCGGTCTCGGCATTCCTGCTGAACCGCTCTTCCGATCTHEBEARTCARTTWCCRAAHCCHCC
CAAGCAGAAGACGGCATACGAGATCGGTCTCGGCATTCCTGCTGAACCGCTCTTCCGATCTGGDACWGGWTGAACWGTWTAYCCHCC
CAAGCAGAAGACGGCATACGAGATCGGTCTCGGCATTCCTGCTGAACCGCTCTTCCGATCTHGGDACWGGWTGAACWGTWTAYCCHCC
CAAGCAGAAGACGGCATACGAGATCGGTCTCGGCATTCCTGCTGAACCGCTCTTCCGATCTElIGGDACWGGWTGAACWGTWTAYCCHCC
CAAGCAGAAGACGGCATACGAGATCGGTCTCGGCATTCCTGCTGAACCGCTCTTCCGATCTMEGGDACWGGWTGAACWGTWTAYCCHCC
CAAGCAGAAGACGGCATACGAGATCGGTCTCGGCATTCCTGCTGAACCGCTCTTCCGATC THBEGGDACWGGWTGAACWGTWTAYCCHCC
CAAGCAGAAGACGGCATACGAGATCGGTCTCGGCATTCCTGCTGAACCGCTCTTCCGATCTHBEBGGDACWGGWTGAACWGTWTAYCCHCC

flow cell bind P7 sequ primer 2 bind B = shift (Lundberg et al. 2013)
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The different primers contain in line



