
Figure S1: Overview of the developed fusion primers for the Illumina HTS system. The different primers contain in line
tags to distinguish between multiplexed samples and include P5 or P7 Illumina flow cell bind.

A) P5 Primers

P5_fwhF1_0 AATGATACGGCGACCACCGAGATCTACACTCTTTCCCTACACGACGCTCTTCCGATCTYTCHACWAAYCAYAARGAYATYGG

P5_fwhF1_1 AATGATACGGCGACCACCGAGATCTACACTCTTTCCCTACACGACGCTCTTCCGATCTGYTCHACWAAYCAYAARGAYATYGG

P5_fwhF1_2 AATGATACGGCGACCACCGAGATCTACACTCTTTCCCTACACGACGCTCTTCCGATCTTCYTCHACWAAYCAYAARGAYATYGG

P5_fwhF1_B AATGATACGGCGACCACCGAGATCTACACTCTTTCCCTACACGACGCTCTTCCGATCTAAYTCHACWAAYCAYAARGAYATYGG

P5_fwhF1_3 AATGATACGGCGACCACCGAGATCTACACTCTTTCCCTACACGACGCTCTTCCGATCTCTGYTCHACWAAYCAYAARGAYATYGG

P5_fwhF1_4 AATGATACGGCGACCACCGAGATCTACACTCTTTCCCTACACGACGCTCTTCCGATCTTCACYTCHACWAAYCAYAARGAYATYGG

P5_fwhR2_0 AATGATACGGCGACCACCGAGATCTACACTCTTTCCCTACACGACGCTCTTCCGATCTGTRATWGCHCCDGCAARWACWGG

P5_fwhR2_1 AATGATACGGCGACCACCGAGATCTACACTCTTTCCCTACACGACGCTCTTCCGATCTTGTRATWGCHCCDGCAARWACWGG

P5_fwhR2_2 AATGATACGGCGACCACCGAGATCTACACTCTTTCCCTACACGACGCTCTTCCGATCTGAGTRATWGCHCCDGCAARWACWGG

P5_fwhR2_3 AATGATACGGCGACCACCGAGATCTACACTCTTTCCCTACACGACGCTCTTCCGATCTGCCGTRATWGCHCCDGCAARWACWGG

P5_fwhR2_C AATGATACGGCGACCACCGAGATCTACACTCTTTCCCTACACGACGCTCTTCCGATCTCTAGTRATWGCHCCDGCAARWACWGG

P5_fwhR2_4 AATGATACGGCGACCACCGAGATCTACACTCTTTCCCTACACGACGCTCTTCCGATCTAATCGTRATWGCHCCDGCAARWACWGG

           flow cell bind P5        sequ primer 1 bind               N = shift (Lundberg et al. 2013)

B) P7 Primers

P7_fwhR1_0 CAAGCAGAAGACGGCATACGAGATCGGTCTCGGCATTCCTGCTGAACCGCTCTTCCGATCTARTCARTTWCCRAAHCCHCC

P7_fwhR1_1 CAAGCAGAAGACGGCATACGAGATCGGTCTCGGCATTCCTGCTGAACCGCTCTTCCGATCTGARTCARTTWCCRAAHCCHCC

P7_fwhR1_2 CAAGCAGAAGACGGCATACGAGATCGGTCTCGGCATTCCTGCTGAACCGCTCTTCCGATCTACARTCARTTWCCRAAHCCHCC

P7_fwhR1_3 CAAGCAGAAGACGGCATACGAGATCGGTCTCGGCATTCCTGCTGAACCGCTCTTCCGATCTCTAARTCARTTWCCRAAHCCHCC

P7_fwhR1_C CAAGCAGAAGACGGCATACGAGATCGGTCTCGGCATTCCTGCTGAACCGCTCTTCCGATCTCGTARTCARTTWCCRAAHCCHCC

P7_fwhR1_4 CAAGCAGAAGACGGCATACGAGATCGGTCTCGGCATTCCTGCTGAACCGCTCTTCCGATCTTACCARTCARTTWCCRAAHCCHCC

P7_fwhF2_0 CAAGCAGAAGACGGCATACGAGATCGGTCTCGGCATTCCTGCTGAACCGCTCTTCCGATCTGGDACWGGWTGAACWGTWTAYCCHCC

P7_fwhF2_1 CAAGCAGAAGACGGCATACGAGATCGGTCTCGGCATTCCTGCTGAACCGCTCTTCCGATCTCGGDACWGGWTGAACWGTWTAYCCHCC

P7_fwhF2_2 CAAGCAGAAGACGGCATACGAGATCGGTCTCGGCATTCCTGCTGAACCGCTCTTCCGATCTATGGDACWGGWTGAACWGTWTAYCCHCC

P7_fwhF2_B CAAGCAGAAGACGGCATACGAGATCGGTCTCGGCATTCCTGCTGAACCGCTCTTCCGATCTAAGGDACWGGWTGAACWGTWTAYCCHCC

P7_fwhF2_3 CAAGCAGAAGACGGCATACGAGATCGGTCTCGGCATTCCTGCTGAACCGCTCTTCCGATCTCGAGGDACWGGWTGAACWGTWTAYCCHCC

P7_fwhF2_4 CAAGCAGAAGACGGCATACGAGATCGGTCTCGGCATTCCTGCTGAACCGCTCTTCCGATCTTCCTGGDACWGGWTGAACWGTWTAYCCHCC

       flow cell bind P7     sequ primer 2 bind   N = shift (Lundberg et al. 2013)
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